Background: Structural and functional neuroimaging studies of Autism Spectrum Disorders (ASDs) have implicated numerous brain areas in the behavioural deficits observed in individuals with ASDs. Intensive Behavioural Intervention (IBI) is the evidencebased treatment of choice for children with ASDs. This treatment is based on principles of operant conditioning and therefore relies heavily on the brain's reward systems -including the orbitofrontal cortex (OFC). A recent hypothesis proposed that abnormalities of the orbitofrontal-amygdala circuit may underlie several core features of ASDs (Bachevalier & Loveland, 2006). However, no studies have investigated whether changes in the OFC may represent a critical neural substrate underlying the efficacy of IBI in remediating behavioural impairments in ASDs.
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Introduction: Schizophrenia is a severe and disabling mental disorder characterized by cognitive impairments linked to behavioral changes. It is a multifactorial disease caused by alterations in genome (both acquired during prenatal neural development and inherent) as well as postnatal environmental factors. According to modern concepts, alterations in synaptic plasticity, which have a direct connection with a cognitive function, play an important role in pathogenesis of schizophrenia. Molecular mechanisms of synaptic plasticity alterations in schizophrenia are only beginning to be understood. Transcription factors Ier5, c-Fos and c-Jun play an important role in regulation of synaptic plasticity. However, there is practically no data related to functional state of genes encoding these factors in schizophrenia.
Objective: In the present study we evaluated the association of functional single nucleotide polymorphisms (SNPs) of Ier5, cFos and c-Jun encoding genes (rs6425663, rs7101, rs1063169 and rs11688, respectively).
Methods: Genomic DNA samples of 302 chronic patients with paranoid form of schizophrenia and 302 healthy subjects were genotyped for the selected polymorphisms using polymerase chain reaction with sequence-specific primers. To find potential relevance of the selected SNPs to schizophrenia, their genotype and allele frequencies and minor allele carriage rates in patients and healthy subjects were compared. Significance of differences in genotype and allele frequencies and minor allele carriage between patients and healthy l subjects was determined using Pearson's Chi-square test. P-values less than 0.05 after Bonferroni multiple correction were considered statistically significant.
Results: The rs11688, rs6425663, rs7101 and rs1063169 SNPs were significantly associated with schizophrenia.
Conclusion: Genes encoding c-Fos, c-Jun and Ier5 transcription factors may be considered among candidate genes of schizophrenia.
Acknowledgment: This study was supported by the grant of the State Committee of Science of the Republic of Armenia (#13-1F126).
http://dx.doi.org/10.1016/j.ijdevneu.2015.04.287
ISDN2014 0348
Enriched environment prevents hypobaric hypoxia induced memory impairment through modulating hippocampal synaptic strength and plasticity Vishal Jain 1,2, * , Dipti Prasad 1,2 , G. Ilavazhagan 1,2 , Shashi Bala Singh 1,2 1 Defence Institute of Physiology and Allied Sciences, Delhi, India 2 Hindustan University, Chennai, India
REMOVED:
This article has been removed: please see Elsevier Policy on Article Withdrawal (https://www.elsevier.com/about/our-business/policies/articlewithdrawal)
This meeting abstract has been removed by the Publisher. Due to an administrative error, abstracts that were not presented at the ISDN 2014 meeting were inadvertently published in the meeting's abstract supplement. The Publisher apologizes to the authors and readers for this error.
